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Following publication of the original article [1], the 
authors would like to correct the sequence information 
for two RT-qPCR primers (MMP1 forward; LCK forward) 
listed in Table 1.

The primer sequences (5’ > 3’) currently read:
MMP1 forward: TGT​GAG​GCG​GTA​GTA​GGA​CA
LCK forward: GAC​AGC​ATT​CAC​CAG​GAC​CA
The primer sequences (5’ > 3’) should read:
MMP1 forward: CAC​GCC​AGA​TTT​GCC​AAG​AG
LCK forward: GAT​GGG​GTA​CTA​CAA​CGG​GC
The correction does not have any effect on the results 

or conclusions of the article. The authors would like to 
apologize for these errors and any confusion that these 
might have caused.
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Table 1  List of RT-qPCR primers used in this study

target direction sequence (5’ > 3’)

MMP1 forward CAC​GCC​AGA​TTT​GCC​AAG​AG

MMP1 reverse TTG​TCC​CGA​TGA​TCT​CCC​CT

MMP2 forward CCA​AGT​GGT​CCG​TGT​GAA​GT

MMP2 reverse GCC​GTA​CTT​GCC​ATC​CTT​CT

ITGB1 forward GGT​TGC​CCT​CCA​GAT​GAC​AT

ITGB1 reverse AAA​TGT​CTG​TGG​CTC​CCC​TG

FN1 forward GAG​CTG​AGT​GAG​GAG​GGA​GA

FN1 reverse CAG​GCG​CTG​TTG​TTT​GTG​AA

ING4 forward AAA​GGC​CGG​ACT​CAA​AAG​GA

ING4 reverse CAC​ATC​AGA​GGG​GTG​GAC​AC

CDH1 forward CGG​GAA​TGC​AGT​TGA​GGA​TC

CDH1 reverse AGG​ATG​GTG​TAA​GCG​ATG​GC

CDH2 forward AAG​TGG​CAA​GTG​GCA​GTA​AAAT​

CDH2 reverse CCA​GTC​TCT​CTT​CTG​CCT​TTGT​

VIM forward ATG​CGT​GAA​ATG​GAA​GAG​AACT​

VIM reverse TGT​AGG​TGG​CAA​TCT​CAA​TGTC​

LAPTM5 forward GCT​ACC​TCA​GGA​TCG​CTG​AC

LAPTM5 reverse GGG​AAC​TTG​GAG​GAG​CTA​GC

LCK forward GAT​GGG​GTA​CTA​CAA​CGG​GC

LCK reverse ATG​TAG​ATG​GGC​TCC​TGG​GT

SERPINB2 forward GGT​GAG​AAG​TCT​GCG​AGC​TT

SERPINB2 reverse GAC​AGC​ATT​CAC​CAG​GAC​CA

RPLP0 forward GGC​GAC​CTG​GAA​GTC​CAA​CT

RPLP0 reverse CCA​TCA​GCA​CCA​CAG​CCT​TC

PPIA forward GTC​AAC​CCC​ACC​GTG​TTC​TT

PPIA reverse CTG​CTG​TCT​TTG​GGA​CCT​TGT​

POLR2A forward CTT​GCC​CCG​TGC​CAT​GCA​GA

POLR2A reverse CTC​GCA​CCC​GGC​CTT​CCT​TG
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