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exposed breast cancer cells under hypoxia
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Abstract

Background: Hypoxia is a hallmark of solid tumors and is associated with metastases, therapeutic resistance and
poor patient survival.

Results: In this study, we showed that hypoxia protected MDA-MB-231 breast cancer cells against paclitaxel- but
not epirubicin-induced apoptosis. The possible implication of HIF-1 and AP-1 in the hypoxia-induced anti-apoptotic
pathway was investigated by the use of specific siRNA. Specific inhibition of the expression of these two
transcription factors was shown to increase apoptosis induced by chemotherapeutic agents under hypoxia
indicating an involvement of HIF-1 and AP-1 in the anti-apoptotic effect of hypoxia. After HIF-1 specific inhibition
and using TaqMan Human Apoptosis Array, 8 potential HIF-1 target genes were identified which could take part in
this protection. Furthermore, Mcl-1 was shown to be a potential AP-1 target gene which could also participate to
the hypoxia-induced chemoresistance.

Conclusions: Altogether, these data highlight two mechanisms by which hypoxia could mediate its protective role
via the activation of two transcription factors and, consecutively, changes in gene expression encoding different
anti- and pro-apoptotic proteins.

Background
Hypoxia, a reduction in the normal level of tissue oxy-
gen tension, is well evidenced within most of solid
tumors [1]. Forty percent of all breast cancers are
reported to present hypoxic region (for a review [2])
and tumor hypoxia is often associated with resistance to
chemotherapy, immunotherapy and radiotherapy [3-5].
It is now apparent that hypoxia, according to its sever-
ity, can either promote apoptosis and cell death or con-
trariwise prevent cell death by provoking an adaptive
response leading to cell proliferation and tumor growth.
The hypoxic environment which takes place in the cen-
tre of solid tumors leads to a variety of biological
responses [6,7], the activation of the transcription factor
HIF-1 (Hypoxia Inducible Factor-1) being a major one
[8]. HIF-1 is an heterodimer composed of two subunits
belonging to the bHLH-PAS family [9], i.e. the hypoxic
response factor HIF-1a and the nuclear constitutively
expressed HIF-1b subunit, also called ARNT (aryl

hydrocarbon receptor nuclear translocator). In the pre-
sence of oxygen, HIF-1a is hydroxylated on two prolines
(residues 564 and 402) by specific oxygen prolyl hydro-
xylases (PHD). This hydroxylated form can then interact
with the von Hippel-Lindau protein (pVHL), which is
part of an E3 ubiquitin ligase complex, thus targeting
this subunit for degradation by the proteasome [10,11].
A second regulatory mechanism involves the hydroxyla-
tion of the asparagine 803 by an oxygen-dependent
asparaginyl hydroxylase (FIH-1) which prevents the
interaction between HIF-1a and its coactivators p300
and CBP [12]. Under hypoxic conditions, HIF-1a is no
longer modified, which results in its stabilization and its
translocation into the nucleus. It then dimerizes with
HIF-1b, forming the active HIF-1 transcription factor
capable of binding to the specific sequence called HRE
(hypoxia response element) present in the promoter of
its target genes [13].
Many studies demonstrate that HIF-1, activated by

hypoxia, could play an anti-apoptotic role by regulating
the expression of anti- and pro-apoptotic proteins
[14-16]. However, hypoxia was also described to play an
anti-apoptotic role by regulating expression of anti- and
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pro-apoptotic proteins independently of HIF-1 [17].
Besides HIF-1, number of other transcription factors
could be activated by hypoxic environment, among
which AP-1, already described to be implicated in the
hypoxia-induced protection against chemotherapeutic-
induced apoptosis [18].
If the mechanisms underlying the hypoxia-induced

radio- and chemoresistance begin to be described, the
actual actors of the protection still need to be identified.
The aim of this study was (i) to investigate the effect of
hypoxia on apoptosis induced by two chemotherapeutic
agents in human breast cancer MDA-MB-231 cell line
and (ii) to characterize the mechanisms underlying the
hypoxia resistance against paclitaxel-induced apoptosis
observed in these cells by investigating the putative
implication of the two transcription factors HIF-1 and
AP1.
We used the two chemotherapeutics agents paclitaxel

and epirubicin as apoptosis inducers. These two drugs
are some of the most active agents in the treatment of
breast cancer [19]. Paclitaxel, belonging to the taxane
group of chemotherapeutic agents, binds to microtu-
bules and causes their stabilization, inducing cell cycle
arrest at G2/M mitotic phase followed by apoptosis. It
also induces modulation expression or posttranslational
modification of some pro- and anti-apoptotic proteins
and regulation modification of several enzymes involved
in the regulation of apoptosis [20,21]. Epirubicin HCl,
an anthracycline analog, derivative of doxorubicin, inter-
calates into DNA strands, inhibiting DNA and RNA
synthesis. It inhibits the progression of topoisomerase II
by stabilizing DNA-topoisomerase complex, resulting in
DNA damage and induction of apoptosis [22]. It also
induces formation of reactive oxygen species promoting
apoptosis [23]. The biochemical and molecular mechan-
isms of apoptosis activation for these two drugs are
complex, affect a number of cellular pathways, and are
still under investigation.

Results
Hypoxia protects MDA-MB-231 cells against paclitaxel-
induced apoptosis
Recently, differential effects of hypoxia on drug-induced
apoptosis according to the cancer cell lines have been
reported and many studies showed that hypoxia can
confer resistance against chemotherapy-induced apopto-
sis in numerous solid tumors including breast cancer
[15,18,24]. In order to investigate the effect of hypoxia
on paclitaxel- or epirubicin-induced apoptosis, MDA-
MB-231 breast cancer cells were incubated under nor-
moxia or hypoxia with or without these two drugs and
caspase 3 activity and DNA fragmentation were assessed
(Figure 1). Hypoxia per se did not induce apoptosis
since no increase in caspase 3 activity or DNA

fragmentation were observed after 16 hours incubation.
Paclitaxel at 50 μM and epirubicin at 10 μM did trigger
apoptosis as shown by an increase in caspase 3 activity
in normoxic conditions. Hypoxia did not modify the
epirubicin-induced apoptosis. However, it markedly
inhibited the paclitaxel-increase in caspase 3 activity. An
increase in DNA fragmentation (Figure 1) as well as of
nucleus fragmentation as evidenced by DAPI staining
(data not shown), other important features of apoptotic
cells, were also observed in the presence of paclitaxel
under normoxia, which were significantly decreased by
hypoxia. The fact that epirubicin showed no DNA frag-
mentation while caspase 3 was activated may be due to
a different kinetics: caspase 3 is indeed activated before
DNA fragmentation occurs so that it may occur later
than 16 hours. In addition, in order to investigate
whether apoptosis is really involved in taxol-induced cell
death, the effect of a pan-caspase inhibitor has been stu-
died on overall cell death. Overall cell death has been
assessed by quantifying LDH release. Results showed
that zVAD-fmk did inhibit taxol- and epirubicin-
induced cell death (data not shown). This inhibition was
however partial probably because in cell culture, when
apoptosis is inhibited, cells die through necrosis, thus
also increasing LDH release. Altogether, these data
demonstrate that hypoxia is able to protect MDA-MB-
231 cells against the chemotherapeutic agent paclitaxel-
induced apoptosis.

Paclitaxel induces modifications in microtubule network
and Bim localization
In order to ensure that the hypoxia protection against
paclitaxel was not due to an inactivation of the drug in
hypoxic conditions, the paclitaxel effect on microtubules
was investigated by immunofluorescence. The localiza-
tion of the pro-apoptotic protein Bim was also studied
(Figure 2). The antimicrotubule drug paclitaxel is known
to interfere with microtubule function by binding to the
tubulin polymer and stabilizing it against depolymeriza-
tion. Figure 2 shows that on one hand neither epirubi-
cin, nor hypoxia alone influenced the network of
microtubules. On the other hand, in the presence of
paclitaxel, we observed a strong modification of the
microtubules which became shorter and thicker to form
bundles. Hypoxia did not modify this paclitaxel-induced
modification of the microtubule network. In the pre-
sence of paclitaxel, both under normoxia and hypoxia,
we also observed a redistribution of the protein Bim
from a perinuclear localization to clusters localized at
the microtubule extremities. We thus concluded that
hypoxia did not influence the effect of paclitaxel which
remains active in hypoxic conditions since microtubule
rearrangement and Bim translocation were still
observed.
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HIF-1 is involved in the hypoxia-induced protection
against paclitaxel-induced apoptosis
Recently, the influence of hypoxia in chemoresistance
has been recognized. Hypoxic conditions elicit cellular
responses designed to improve cell survival through an
adaptive process. The main transcriptional factor acti-
vated under hypoxic conditions is HIF-1 (hypoxia-indu-
cible factor-1). Regulation of gene expression through
HIF-1 (hypoxia-inducible factor-1) but also via other
transcription factors plays an important role in this pro-
cess. We investigated here whether HIF-1 could be
implicated in the hypoxia-induced protection against the
apoptosis induced by paclitaxel.
We first evaluated the stabilization of the sub-unit

HIF-1a. HIF-1 DNA binding activity as well as tran-
scriptional activity using respectively an ELISA like
TransAM assay and a reporter assay and by following
the mRNA level of the HIF-1 inducible gene LDHA.
Figure 3 shows that hypoxia induced an increase in

HIF-1a stabilization, that was lower in the presence of
paclitaxel and much higher in the presence of epirubicin
compared to the control cells (Figure 3A). DNA binding
activity of HIF-1a was increased in hypoxic conditions
and neither paclitaxel nor epirubicin influenced this
activity (Figure 3B). The transcriptional activity of HIF-1
was not modified by taxol or epirubicin under normoxic
conditions while it was increased by hypoxia alone or
combined with paclitaxel but not epirubicin. This was
directly determined by reporter assay but also indirectly
by studying gene expression of a HIF-1 inducible gene,
LDHA (Figure 3C, D). HIF-1 thus remains active in pre-
sence of paclitaxel under hypoxic conditions. It has to
be noted that under hypoxia, epirubicin inhibited HIF-1
activity while HIF-1alpha protein level was upregulated.
We hypothesized that the cell “tried” to compensate for
not having a HIF-1 active by upregulating further HIF-
1alpha level. The mechanism for this has not been stu-
died. The inhibitory effect of epirubicin on HIF-1 was

Figure 1 Effect of hypoxia on the paclitaxel or epirubicin-induced apoptosis. MDA-MB-231 cells were incubated under normoxic (N) or
hypoxic (H) conditions with or without paclitaxel (tax, 50 μM) or epirubicin (epi, 10 μM) for 16 hours. (A) The caspase 3 activity was assayed by
measuring free AFC released from the cleavage of the caspase 3 specific substrate Ac-DEVD-AFC. Results are expressed in fluorescence intensity,
as mean ± 1 SD (n = 3). (B) After the incubation, DNA fragmentation was assayed using an ELISA for soluble nucleosomes (Cell Death Detection
Elisa, Roche). Results are expressed as mean ± 1 SD (n = 3). N.S. = non significantly different from control, * = significantly different from control
(p < 0.05), ** = significantly different from control (p < 0.01), *** = significantly different from control (p < 0.001); N.S. = no significant difference
between N epi and H epi, ### = significant difference between N tax and H tax (p < 0.001).
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Figure 2 Effect of hypoxia and/or paclitaxel or epirubicin on Bim protein expression. MDA-MB-231 cells were incubated under normoxic
(N) or hypoxic (H) conditions with or without paclitaxel (tax, 50 μM) or epirubicin (epi, 10 μM) for 16 hours. Bim was detected by
immunofluorescence using specific Bim antibody (in green) and a-tubulin antibody was used to stain microtubules (in red). Nuclei were stained
with Topro-3 (in blue). Observation was performed in semi-quantitative confocal microscopy.

Figure 3 Analysis of HIF-1a protein expression, HIF-1 DNA binding activity, HIF-1 transcriptional activity and gene expression level of
HIF-1 inducible gene LDHA. MDA-MB-231 cells were incubated under normoxic (N) or hypoxic (H) conditions with or without paclitaxel (tax,
50 μM) or epirubicin (epi, 10 μM) for 16 hours. (A) HIF-1a was detected in total cell extracts by western blotting, using specific antibody. b-actin
was used to assess the total amount of proteins loaded on the gel. (B) After the incubation, nuclear extracts were performed and hybridized in
the ELISA well containing specific DNA probes (TransAM assay). Detection was performed using an anti-HIF-1a antibody. Results are expressed in
absorbance, as mean ± 1 SD (n = 3). (C) Cells were co-transfected with the pUAS-tk-Luc reporter plasmid encoding the firefly luciferase and the
pCMVb normalisation plasmid before incubated. Results are expressed as mean of the ratio between firefly luciferase activity and the b-
galactosidase activity ± 1 SD (n = 3). (D) After incubation, total RNA has been extracted and retro-transcribed in cDNA. A real time PCR has been
performed with specific primers for LDHA and for RPL13A, a house-keeping gene. Results are expressed in induction level by comparison with
the reference condition, normoxia. N.S. = non significantly different from control, *** = significantly different from control (p < 0.001); N.S. = no
significant difference between N epi and H epi, ### = significant difference between (1) N tax and H tax or (2) N epi and H epi (p < 0.001).
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also observed by Semenza’s team in human hepatocellu-
lar carcinoma cell line Hep3B and in human embryonic
kidney cell line HEK293 [25].
In order to study the implication of HIF-1 in the

hypoxia anti-apoptotic effect, we then used siRNA direc-
ted against the HIF-1a sub-unit. Additional file 1 shows
that a concentration of 50 nM of siRNA was high
enough to specifically inhibit the synthesis and activity
of HIF-1a but not HIF-2a while the RISC-Free control
siRNA had no effect.
Cells were transfected with anti-HIF-1a or control

siRNA before being incubated under normoxia or
hypoxia in the presence of one or the other agent. The
activity of the caspase 3 was then assessed. If HIF-1
plays an anti-apoptotic role, an increase in the pacli-
taxel-induced caspase 3 activity is expected when inhib-
ited by specific siRNA. Figure 4 shows that, on one
hand, the negative control siRNA did not influence cas-
pase 3 activity. On the other hand, this activity was
markedly increased for HIF-1a siRNA transfected cells
incubated under normoxia as well as under hypoxia,
with paclitaxel or epirubicin. No modification was
observed in control cells. The caspase 3 activity mea-
sured for HIF-1a siRNA transfected cells incubated
under hypoxia with paclitaxel reached similar level than
the activity measured for non transfected cells incubated
in normoxia with paclitaxel, indicating that the protec-
tion was reversed in this case.

These results clearly demonstrate an implication of
HIF-1 in the hypoxia-induced protection against the
apoptosis induced by paclitaxel.

HIF-1 regulates the expression of pro- and anti-apoptotic
genes
Apoptosis is a complex event controlled by numerous
pro- and anti-apoptotic genes. In order to understand
by which mean HIF-1 protects MDA-MB-231 cells
against paclitaxel-induced apoptosis, we studied the
expression of 93 genes involved in apoptosis in cells
transfected or not with HIF-1a siRNA or with control
siRNA and incubated with or without paclitaxel under
normoxic or hypoxic conditions, using Taqman Human
Apoptosis Arrays.
Gene expression data for the 77 genes detected after

real time PCR reactions are presented in additional file
2. Figure 5 shows gene expression modifications for 8 of
these genes which expression seemed to be regulated by
HIF-1 and that could be involved in the hypoxia-
induced protection against apoptosis induced by
paclitaxel.
Some of the genes are well known HIF-1 target genes
such as GAPDH and BNIP3 whose expression was
enhanced in non transfected cells or cells transfected
with control siRNA and incubated under hypoxia with
or without paclitaxel and which was inhibited by
HIF-1a siRNA. Although BNIP3 is known to play

Figure 4 Effect of HIF-1a silencing on the protective role of hypoxia on the paclitaxel-induced apoptosis. 8 h post transfection with anti-
HIF-1a siRNA (siRNA) or RISC-free control siRNA (RF) (50 nM, 24 h), MDA-MB-231 cells were incubated under normoxic (N) or hypoxic (H)
conditions with or without paclitaxel (tax, 50 μM) or epirubicin (epi, 10 μM) for 16 hours. After transfection and incubation, the caspase 3 activity
was assayed by measuring free AFC released from the cleavage of the caspase 3 specific substrate Ac-DEVD-AFC. Results are expressed in
fluorescence intensity, as mean ± 1 SD (n = 3). Statistical analysis were determined independently for the 3 subgroups without siRNA, with anti-
HIF-1a siRNA (siRNA) and with RISC-free control siRNA (RF) ; N.S. = non significantly different from control (N, N siRNA or N RF), * = significantly
different from control (p < 0.05), *** = significantly different from control (p < 0.001); N.S. (1) = no significant difference between N epi and H
epi, ### = significant difference between N tax and H tax (p < 0.001), # = significant difference between N epi and H epi (p < 0.05). N.S. = no
significant difference between (2) N tax and N tax RF or (3) H tax and H tax RF, • = significant difference between H tax and H tax siRNA (p <
0.05), ••• = significant difference between N tax and N tax siRNA (p < 0.001).
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pro-apoptotic function, a putative role in autophagy is
more recently conferred to this protein which could
thus participate to the hypoxia protection [26,27]. BAK,
CASP3, CASP8, CASP10 and TNFRSF10A are five
pro-apoptotic genes for which we observed a lower
expression under hypoxic conditions when compared to
normoxic conditions, for non-transfected cells and cells
transfected with the control siRNA. The downregulation
of these genes by hypoxia was inhibited when cells were

transfected with HIF-1a siRNA, and particularly in the
presence of paclitaxel. In this case, hypoxia alone did
not influence expression of these genes. We can there-
fore conclude that HIF-1 is responsible for the decrease
of expression of these five pro-apoptotic genes, which
could also participate to the hypoxia protection.
Hypoxia also increased the expression of the anti-

apoptotic gene MCL-1. siRNA directed against HIF-1a
inhibited this effect indicating that HIF-1 could

Figure 5 Gene expression profiling, for genes involved in regulating apoptosis, in HIF-1a silenced MDA-MB-231 cells incubated with
or without paclitaxel under normoxic or hypoxic conditions. 8 h post transfection with HIF-1a siRNA (siRNA) or RISC-free control siRNA (RF)
(50 nM, 24 h), cells were incubated under normoxic (N) or hypoxic (H) conditions with or without paclitaxel (tax, 50 μM) for 16 hours. After
transfection and incubation, total RNA has been extracted and retro-transcribed in cDNA. TaqMan Human Apoptosis Array (Applied Biosystems)
was used to perform real time PCR for 93 human genes implicated in apoptosis in addition to three endogenous controls. 18S was used as the
house-keeping gene for data normalization. To validate results, single real-time RT-PCR reaction for BNIP3 and MCL1 were performed for
independent samples. Results are expressed in induction level by comparison with the reference condition, normoxia. Please refer to
supplementary data (Additional file 1) for results obtained for the 77 genes detected after real time PCR reactions.
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participate to the anti-apoptotic effect of hypoxia by
increasing MCL-1 expression under hypoxia in cells
incubated in the presence of paclitaxel.
In order to validate our data, we also performed single

SYBR Green quantitative real time PCR assays for two
of the selected genes (Figure 5). Good correlation
between relative transcript abundance data obtained by
micro fluidic card and by real time RT-PCR was
observed.

AP-1 is involved in the hypoxia-induced protection
against paclitaxel-induced apoptosis
The transcription factor AP-1 was also studied for its
potential role in the protection effect of hypoxia against
the paclitaxel-induced apoptosis. It was already shown
that this factor could play a role in the hypoxia-induced
anti-apoptotic effect [18]. AP-1 is composed of two pro-
teins belonging to the jun or fos family and c-jun is the
most frequent subunit. Epirubicin totally inhibited the
expression of c-jun both under normoxia and hypoxia
while paclitaxel decreased its expression, interestingly
more under normoxia than under hypoxia (Figure 6A).
The DNA binding activity of AP-1 was significantly
increased under hypoxia comparatively to normoxia
(Figure 6B). Epirubicin decreased AP-1 binding activity
both in normoxia and hypoxia while this activity was
not modified by paclitaxel. These results indicate that
hypoxia was able to increase the expression of c-jun and
DNA binding activity of AP-1 in the presence of
paclitaxel.
In order to verify a possible implication of AP-1 in the

protective role of hypoxia against paclitaxel-induced
apoptosis, c-jun siRNA was used to inhibit the expres-
sion of this transcriptional factor. Additional file 3
shows that a concentration of 50 nM of siRNA was high
enough to inhibit the synthesis and activity of c-jun
while the RISC-Free control siRNA had no effect. Cells
were transfected with c-jun or negative control siRNA
before being incubated under normoxia or hypoxia with
one or the other chemotherapeutic agent. The activity
of the caspase 3 was then assessed. Specific inhibition of
c-jun decreased the hypoxia-induced protection against
paclitaxel-induced apoptosis (Figure 7). The negative
control siRNA did not influence the caspase 3 activity
measured. On the other hand, caspase 3 activity was
markedly increased in c-jun siRNA transfected cells
incubated under normoxia or hypoxia in the presence of
paclitaxel and even more in the presence epirubicin
while it was not modified in control cells. The caspase 3
activity measured for c-jun siRNA transfected cells incu-
bated under hypoxia with paclitaxel reached a level
higher than the activity measured for non transfected
cells incubated under normoxia with paclitaxel.

AP-1 protective role is associated with Mcl-1 expression
modification
We already point out a possible role of the anti-apopto-
tic protein Mcl-1 belonging to the Bcl-2 family members
in the hypoxia protection against paclitaxel-induced
apoptosis via the activity of HIF-1. The effect of the c-
jun inhibition on Mcl-1 expression was also investigated.
Hypoxia as well as paclitaxel increased Mcl-1 expression
but epirubicin markedly decreased it both at the mRNA
and the protein levels (Figure 8). c-jun siRNA decreased
Mcl-1 mRNA expression while negative control siRNA
had no effect (Figure 9A). Similar results have been
observed for Mcl-1 protein abundance (Figure 9B).
All together, these results show that hypoxia was able

to increase the expression of c-jun and DNA binding
activity of AP-1 and that c-jun was then able to
increase Mcl-1 expression which may participate to the

Figure 6 Effect of hypoxia and/or paclitaxel or epirubicin on
the c-jun mRNA expression level and AP-1 DNA binding
activity. MDA-MB-231 cells were incubated under normoxic (N) or
hypoxic (H) conditions with or without paclitaxel (tax, 50 μM) or
epirubicin (epi, 10 μM) for 16 hours. (A) After incubation, total RNA
has been extracted and retro-transcribed in cDNA. A real time PCR
has been performed with specific primers for c-jun and for RPL13A,
a house-keeping gene. Results are expressed in induction level by
comparison with the reference condition, normoxia. (B) After the
incubation, nuclear extracts were performed and hybridized in the
ELISA well containing specific DNA probes (TransAM assay).
Detection was performed using an anti-c-jun antibody. Results are
expressed in absorbance, as mean ± 1 SD (n = 3). N.S. = non
significantly different from control, *** = significantly different from
control (p < 0.001); # = significant difference between N tax and H
tax (p < 0.01), ### = significant difference between N tax and H tax
(p < 0.001).
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Figure 7 Effect of the c-jun siRNA on the protective role of hypoxia on the paclitaxel-induced apoptosis. MDA-MB-231 cells were
incubated under normoxic (N) or hypoxic (H) conditions with or without paclitaxel (tax, 50 μM) or epirubicin (epi, 10 μM) for 16 hours, 8 h post
transfection with anti-c-jun siRNA (siRNA) or RISC-free control siRNA (RF) (50 nM, 24 h). After transfection and incubation, the caspase 3 activity
was assayed by measuring free AFC released from the cleavage of the caspase 3 specific substrate Ac-DEVD-AFC. Results are expressed in
fluorescence intensity, as mean ± 1 SD (n = 3). Statistical analysis were determined independently for the 3 subgroups without siRNA, with anti-c-
jun siRNA (siRNA) and with RISC-free control siRNA (RF) ; N.S. = non significantly different from control (N, N siRNA or N RF), ** = significantly
different from control (p < 0.01), *** = significantly different from control (p < 0.001); N.S. = no significant difference between N epi and H epi,
### = significant difference between N tax and H tax (p < 0.001), # = significant difference between (1) N epi and H epi or (2) N tax and H tax
(p < 0.05). • = significant difference between (1) N tax and N tax RF or (2) H tax and H tax RF (p < 0.05). ••• = significant difference between (1)
N tax and N tax siRNA or (2) H tax and H tax siRNA (p < 0.001),

Figure 8 Effect of hypoxia and/or paclitaxel or epirubicin on Mcl-1 mRNA expression level and protein expression. MDA-MB-231 cells
were incubated under normoxic (N) or hypoxic (H) conditions with or without paclitaxel (tax, 50 μM) or epirubicin (epi, 10 μM) for 16 hours (A,
B). 8 h post transfection with c-jun siRNA (siRNA) or RISC-free control siRNA (RF) (50 nM, 24 h), cells were incubated under normoxic condition
with or without paclitaxel (tax, 50 μM) (C). (A) After incubation, total RNA has been extracted and retro-transcribed in cDNA. A real time PCR has
been performed with specific primers for Mcl-1 and for RPL13A, a house-keeping gene. Results are expressed in induction level by comparison
with the reference condition, normoxia. (B) Mcl-1 was detected by immunofluorescence using specific Mcl-1 antibody. Nuclei were stained with
Topro-3 (in blue). Observation was performed in semi-quantitative confocal microscopy. (C) Mcl-1 was detected in total cell extracts by western
blotting, using specific antibody. a-tubulin was used to assess the total amount of proteins loaded on the gel.
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hypoxia-induced protection against apoptosis induced by
paclitaxel.

Discussion
Breast cancer cell resistance to chemotherapy is still a
great burden for patient treatment. Because of uncon-
trolled proliferation which arises during tumor growth,
distance between tumor tissue and blood vessels capable
of delivering oxygen is increased, resulting in an inade-
quate O2 supply for cells distant from the nutritive
blood vessel and inducing the establishment of hypoxic
regions [8,28]. It was recognized that cells undergo
hypoxic conditions when the distance between blood
vessels and cells exceeds the oxygen diffusion limit of
100-150 μm, [29].
Tumor hypoxia is known to enhance chemoresistance

of cancer cells by a variety of ways. The delivery of
drugs in hypoxic region could be counteracted because
of the high distance with the blood vessels [30] and cel-
lular uptake of many drugs could be affected because of
tumor associated acidity [31,32]. The lower availability
of oxygen decreases the effectiveness of drugs which
require oxygen to be active [33] and compromises oxy-
gen-dependent mechanisms such as radiotherapy
[34,35]. The decrease in cancer cell proliferation
induced by hypoxia and hypoxia-associated nutriment
deprivation also participate to resistance against the che-
motherapeutic agents which are often more effective
against proliferating cells than against quiescent cells
[32]. Hypoxia also induces cellular adaptations which
contribute to cancer progression, such as initiation of
angiogenesis and metastasis process, but also to tumor

cell chemoresistance, one of these adaptations being the
expression of multidrug resistance proteins such as ABC
transporters. Evidence of MDR-1 or MRP1 upregulation
through HIF-1 under hypoxia has been highlighted
[36,37]. Our results do not show any increase in mRNA
expression under hypoxia for these two proteins (results
not shown). Finally, hypoxia has already been described
to induce resistance to radio- and chemotherapies by
modifying gene expression [14,15,38] but the exact
mechanisms triggered by hypoxia that lead to this resis-
tance are not finely characterized, neither are the genes
involved.
MDA-MB-231 breast cancer cell line was used as in

vitro experimental model for studying the effect of
hypoxia on apoptosis induced by two commonly used
chemotherapeutic agents, i.e. paclitaxel and epirubicin
[39]. We observed that hypoxia differentially influ-
enced apoptosis in these cells according to the
chemotherapeutic agent. While in the presence of
paclitaxel at a concentration of 50 μM during 16
hours, caspase 3 activity was inhibited under hypoxic
conditions, it was not the case for epirubicin at 10 μM.
Similar results were observed when DNA fragmenta-
tion was studied.
Hypoxia in tumors causes resistance to a wide variety

of chemotherapeutic agents in many cell lines. Hypoxia
was reported to increase resistance of human pancreatic
cancer cells to gemcitabine-induced apoptosis [40], to
decrease the efficacy of many drugs including cisplatin,
etoposide, bleomycin, paclitaxel and mitomycin C in tes-
ticular germ cell tumors [41] or to mediate fenretinide
resistance in acute lymphoblastic leukaemia cells [42].

Figure 9 Effect of the c-jun siRNA on Mcl-1 expression level. (A) After transfection and incubation, total RNA has been extracted and retro-
transcribed in cDNA. A real time PCR has been performed with specific primers for Mcl-1 and for RPL13A, a house-keeping gene. Results are
expressed in induction level by comparison with the reference condition, normoxia. (B) Mcl-1 was detected in total cell extracts by western
blotting, using specific antibody. a-tubulin was used to assess the total amount of proteins loaded on the gel.
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HIF-1 being one of the main regulators of the adaptive
response to hypoxia [43], its implication in the hypoxia-
induced resistance to paclitaxel-induced apoptosis was
investigated. Indeed, although its role as an anti- or pro-
apoptotic protein is still controversy [44], many reports
have evidenced an involvement of this main transcrip-
tion factor activated by hypoxia in regulating the
hypoxic anti-apoptotic pathway. Liu et al highlighted a
contribution of HIF-1 in the hypoxia-induced chemo-
resistance against 5-FU, vincristine, cisplatine, etoposide
and adriamycin in gastric cancer cell lines [45]. HIF-1a
knockdown in breast carcinoma MCF-7 cells was shown
to elevate the sensitivity to chemotherapeutic agent
methotrexate [46] and resistance induced by hypoxia
against doxorubicin and cisplatin in non-small cell lung
cancer was reversed by silencing HIF-1a protein [47].
Down-regulation of HIF-1a by shRNA interference was
also shown to reduce hypoxia-induced resistance of neu-
roblastoma cells against etoposide and vincristine [48].
Similarly, we show here that HIF-1a silencing reverted
the hypoxia-induced protection against paclitaxel-
induced apoptosis in MDA-MB-231 cells.
We hypothesized that HIF-1 could directly induce

gene expression alterations that would influence the
paclitaxel-induced apoptosis and that would then be
responsible for the hypoxia-induced chemoresistance.
From studies performed by Daniel Stiehl from the Insti-
tute of Physiology in Zurich (personal communication),
HIF-2alpha is stabilized much later than HIF-1alpha in
breast cancer cells: while HIF-1alpha stabilization is
maximal after 4 hours, HIF-2alpha is only observed after
24 hours of hypoxia. Since the protection we observed is
well before HIF-2alpha is stabilized, we though it is
probably not involved.
Using TaqMan Human Apoptosis Array, expression

modifications of 93 genes involved in the regulation of
apoptosis were studied after HIF-1 inhibition through
RNA interference. Gene expression changes were
defined for each of them, in response to paclitaxel
under normoxic or hypoxic conditions and with or
without inhibition of HIF-1 by a siRNA approach. Gene
expression patterns were then correlated with the activ-
ity of HIF-1 in order to define molecular pathway that
could take part in hypoxia-induced chemoresistance
against paclitaxel. HIF-1 was shown to down- or up-reg-
ulate the expression of several pro- and anti-apoptotic
genes, some of them already known to be HIF-1 target.
BAK, CASP3, CASP8, CASP10 and TNFRSF10A were
identified as pro-apoptotic genes whose expression was
decreased by HIF-1 in hypoxia when compared to nor-
moxic conditions, in the presence or absence of pacli-
taxel. A decrease in BAK mRNA under hypoxia,
established to be regulated through a HIF-dependent
pathway, has already been observed by Sermeus et al in

HepG2 cells and was supposed to play a role in the pro-
tection provided by hypoxia against etoposide-induced
apoptosis [15]. TNFRSF10A (TRAIL-R1) is an apopto-
sis-inducing receptor for the tumor necrosis factor-
related apoptosis-inducing ligand (TRAIL) which is a
potent inducer of apoptosis in many cancer cells [49].
Signaling of apoptosis induced by TRAIL-R1 and its
ligand involves the formation of the DISC complex,
recruitment of FADD and pro-caspases 8 and 10, the
activation of both caspases, followed by the activation of
caspase 3 and induction of apoptosis. The consecutive
Bid cleavage, mitochondrial depolarization, cytochrome
c release and activation of caspase 9 could drive apopto-
sis through a mitochondrial pathway [50]. Correlation
between the expression of the receptor and tumor pro-
gression seemed to be tumor type specific [51]. Over-
expression of TRAIL-R1 was shown to efficiently killed
MDA-MB-231 cells and other cancer cell lines even in
the absence of exogenous TRAIL [52]. Hence, the
decrease in TRAIL-R1 expression observed under
hypoxia may participate to the hypoxia-induced
protection.
HIF-1 was also shown to increase the expression of

Mcl-1 and BNIP-3. Mcl-1 (myeloid cell leukaemia
sequence 1) is an anti-apoptotic protein belonging to the
Bcl-2 family. It is known to promote cell survival through
suppression of cytochrome c release from mitochondria
via heterodimerization and neutralization of pro-apopto-
tic proteins such as Bim or Bax [53]. Increased levels of
Mcl-1 have been reported in a variety of human tumors,
where elevated expression is associated with disease
recurrence and drug resistance (for a review [54], sug-
gesting an important role played by Mcl-1 in cancer cell
survival. Previous studies also demonstrated that Mcl-1
overexpression could be regulated by HIF-1 [55] and
could protect hepatoma HepG2 cells against tert-butyl
hydroperoxide-induced apoptosis [14]. BNIP3, known as
a proapoptotic member of the Bcl-2 family of cell death
factors, was shown to be regulated by HIF-1 [56] and
overexpressed in human tumors [57]. However a putative
role in autophagy is more recently conferred to this pro-
tein which could thus participate to the hypoxia protec-
tion. It appears that in hypoxia, HIF-1 induces the
expression of BNIP3 which triggers selective mitochon-
drial autophagy. This event represents an adaptive meta-
bolic response to hypoxia to maintain redox homeostasis
and to prevent cell death. [26,27].
From these results, we concluded that one putative

mechanism by which hypoxia opposes to the paclitaxel-
induced apoptosis could be through the regulation of
the expression of some pro- and anti-apoptotic through
a HIF-dependent pathway.
The transcription factor AP-1 has already been shown

to be activated in cells exposed to hypoxic conditions
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and is known to be involved in regulation of apoptosis
[58]. We then decided to investigate, in the second part
of the work, the potential role of this factor in the pro-
tection effect of hypoxia against apoptosis induced by
paclitaxel. AP-1 has already been shown to participate
in hypoxia protection against etoposide-induced apopto-
sis in HepG2 cells [18]. Many publications describe cell
lines in which c-jun was inhibited by various strategies,
resulting in enhanced sensitivity to a panel of DNA-
damaging drugs (for a review [59]. c-jun overexpression,
followed by c-jun phosphorylation and AP-1 activation,
in response to microtubule inhibitor vinblastine, was
also shown to render MCF7 breast cancer cells mark-
edly resistant to this drug [60].
We evidenced that hypoxia increased AP-1 DNA-

binding activity and expression of c-jun in the presence
of paclitaxel and that inhibition of c-jun reversed the
protective effect of hypoxia against apoptosis induced by
paclitaxel. c-jun was also shown to increase mRNA
expression of the anti-apoptotic protein Mcl-1 which
may participate to this protection.
These results suggest a potential anti-apoptotic role of

AP-1 which could protect cells against paclitaxel-
induced apoptosis under hypoxia and that AP-1-
mediated overexpression of Mcl-1 may participate to
this protection.
In conclusion, our data suggest an inhibition of the

paclitaxel-induced apoptosis by hypoxia through activa-
tion of the two transcriptional factors HIF-1 and AP-1.
Activation of these two factors leads to the overexpres-
sion or repression of various pro- and anti-apoptotic
genes respectively. Our results provide two possible
mechanisms for the induction of chemoresistance under
hypoxia in MDA-MB-231breast cancer cell line. It does
not exclude that hypoxia exerts its effect via other
mechanisms and additional studies are now needed to
evaluate the exact implication of the proteins we
pointed out. Identification of proteins involved in che-
moresistance is crucial in order to design new therapeu-
tics aimed at ameliorating breast cancer patient
treatment.

Methods
Cell culture and hypoxia incubation
Human Breast Cancer cells MDA-MB-231 were main-
tained in culture in 75-cm2 polystyrene flasks (Costar)
with 15 ml of Roswell Park Memorial Institute medium
(RPMI 1640, Invitrogen) containing 10% of fetal calf
serum (Invitrogen) and incubated under an atmosphere
containing 5% CO2.
For hypoxia experiments (1% O2), cells were incubated

in serum-free CO2-independent medium (Invitrogen)
supplemented with 1 mM L-glutamine (Sigma) with or
without paclitaxel (Invitrogen) at 50 μM or epirubicin

(Calbiochem) at 10 μM. Normoxic control cells were
incubated in the same conditions but in normal atmo-
sphere (20% O2).

siRNA transfection
Silencing of HIF-1a or c-jun expression was achieved
using siGENOME SMARTpool human HIF1A/c-jun
from Dharmacon. RISC-free control siRNA purchased
from Dharmacon was used to control for non-specific
effects. For siRNA experiments, 2 × 106 cells were seeded
in 75-cm2 polystyrene flasks (Costar) with 10 ml of RPMI
1640 medium (RPMI) containing 10% of fetal calf serum
and incubated 24 hours under an atmosphere containing
5% CO2. Cells were then transfected 24 hours under
standard culture conditions with 50 nM siRNA using the
DharmaFECT 1 (Dharmacon) transfection reagent
according to the manufacturer’s instructions.
The transfection media were removed and replaced by

culture media for 8 hours. Cells were then trypsinized
and seeded at the appropriate density in flasks or micro-
plates, depending on the experiment to perform.

Caspase 3 activity
The fluorogenic substrate Ac-DEVD-AFC was used to
measure caspase 3 activity according to Lozano et al [61].
Cell extracts were prepared as described by Wellington
et al [62]. Cells were seeded in 6-well plates (300,000
cells/well) one day before the incubation. After the incu-
bation, the medium was recovered and centrifuged at
1,000 g for 5 min. Cells still attached to the well were
scrapped in 200 μl cold PBS and recovered into a micro-
tube. Pelleted cells were resuspended in 100 μl PBS at
4°C and also added to the microtube. The samples were
centrifuged at 1,000 g for 5 min. at 4°C and the pellet
resuspended in 50 μl of lysis buffer (10 mM Hepes/KOH,
pH 7.0, 10% sucrose, 2 mM EDTA, 0.1% CHAPS, 5 mM
dithiothreitol and 10 μg/ml aprotinin). After incubation
at 4°C on a rotating wheel for 15 min, the lysates were
centrifuged at 13,000 g for 5 min at 4°C and the superna-
tants were recovered for the assay.
The protein concentration was measured and 10 μg

proteins completed to 50 μl with lysis buffer were mixed
with 13 μM Ac-DEVD-AFC (BD Pharmingen) and 50 μl
reaction buffer (40 mM PIPES, pH 7.2, 200 mM NaCl, 2
mM EDTA, 0.2% CHAPS, 0.10% sucrose and 10 mM
dithiothreitol). The reaction was allowed to take place
for 1 hour at 37°C and the fluorescence generated by
the release of the fluorogenic group AFC on cleavage by
caspase 3 was measured by excitation at 400 nm and
emission at 505 nm.

DNA fragmentation
The measurement of cytoplasmic histone-associated
DNA fragments (mono- and oligonucleosomes) after
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induction of cell death was performed with the «cell
death detection ELISA» (Roche Molecular Biochem-
icals). After treatment, cells were lysed with the incuba-
tion buffer and the cytoplasmic fraction recovered.
ELISA was performed according to the manufacturer’s
protocol.

Immunofluorescence staining and confocal microscopy
MDA-MB-231 cells were seeded at 30,000 cells/well in
24-well plates and 24 hours later were incubated for
16 hours with or without paclitaxel or epirubicin under
normoxic or hypoxic conditions. Immunofluorescence
staining was performed as described in [18].
Primary antibody for Bim staining was rabbit anti-Bim

(# 2819 Cell Signaling) (1/100 dilution). Primary anti-
body for Mcl1 staining was rabbit anti-Mcl1 (# 819
Santa Cruz) (1/100 dilution). Alexa Fluor-488-conju-
gated anti rabbit IgG antibody (Molecular Probes) was
used at 1/1,000 dilution. Primary antibody for a-tubulin
staining was mouse anti-a-tubulin (# T5186 Sigma) (1/
100 dilution). Alexa Fluor-546-conjugated anti-mouse
IgG antibody (Molecular Probes) was used at 1/1,000
dilution.

Western blotting
Cells, seeded and incubated in 25 cm2 flasks, were
scrapped in 200 μl of lysis buffer (Tris 40 mM pH 7.5,
KCl 150 mM, EDTA 1 mM, triton X-100 1%) contain-
ing a protease inhibitor mixture («Complete» from
Roche Molecular Biochemicals, 1 tablet in 2 ml H2O,
added at a 1/25 dilution) and phosphatase inhibitors
(NaVO3 25 mM, p-Nitrophenyl Phosphate (PNPP) 250
mM, b-glycerophosphate 250 mM and NaF 125 mM,
at a 1/25 dilution). Western blot analysis was per-
formed as described in [18] using mouse anti-HIF-1a
antibody (# 610958 Becton Dickinson) used at 1/1,500
dilution or rabbit anti-MCL1 antibody (# 4572 Cell
Signaling) used at 1/5000 dilution. Mouse anti-b-actin
antibody (A5441 Sigma) (final dilution 1/100,000) and
mouse anti-a-tubulin (Sigma) (final dilution 1/3000)
were used for normalization. Mouse and rabbit IgG
horseradish peroxidase-linked antibody (Amersham
Pharmacia Biotech) was used at 1/300,000 dilution as
secondary antibodies.

Nuclear protein extraction
Nuclear protein extractions in high salt buffer were
prepared as previously described [63]. Briefly, cells
seeded in 75 cm2 flasks (Corning) were incubated with
or without paclitaxel at 50 μM or epirubicin at 10 μM
under normoxic or hypoxic conditions for 16 hours.
At the end of the incubation, cells were rinsed with
PBS containing 1 mM Na2MoO4 and 5 mM NaF. They
were then incubated on ice for 3 minutes with 10 ml

cold Hypotonic Buffer (HB 1X, 20 mM HEPES, 5 mM
NaF, 1 mM Na2MoO4, 0.1 mM EDTA) and harvested
in 500 μl HB containing 0.5% NP-40 (Sigma). Cell
lysates were centrifuged 1 minute at 13,000 rpm and
sedimented nuclei were resuspended in 50 μl HB con-
taining 20% glycerol and a protease inhibitor cocktail
(Roche) and phosphatase inhibitors (1 mM Na3VO4,
5 mM NaF, 10 mM p-nitrophenylphosphate, 10 mM
b-glycerophosphate). Extraction was performed for
30 minutes at 4°C by the addition of 50 μl HB
containing 20% glycerol, 0.8 M NaCl and protease/
phosphatase inhibitors. Nuclear extracts from the
supernatant were recovered after centrifugation for
10 minutes at 13,000 rpm.

DNA-binding assay
DNA-binding assays using TransAM ELISA kit (Active
Motif) for detecting transcription factor DNA binding
activity was performed according to the manufacturer’s
recommendations. Briefly, 5 μg of nuclear proteins were
incubated for 1 hour in a 96-well plate coated with a
double-stranded oligonucleotide containing the consen-
sus sequence recognized by the transcription factor to
be assayed. The transcription factor bound to DNA was
detected using a specific primary antibody (rabbit anti-
c-Jun (SC-1964 Santa Cruz), mouse anti-HIF-1a
(H72320 Transduction Laboratories)). Colorimetric reac-
tion was then performed with a HRP-conjugated anti-
rabbit or anti-mouse IgG antibody and absorbance was
measured at 450 nm in a spectrophotometer.

Transient transfection and luciferase assay
MDA-MB-231 transfections were performed in 24-well
plates (35,000 cells per well) with SuperFect reagent
(Qiagen). 1384 ng of the reporter plasmid pGL3(PGK-
HRE6)-tk-Luc containing binding sites for HIF-1
upstream of the firefly luciferase gene [64] were co-
transfected with 115.4 ng of normalization vector
(pCMVb vector coding for the b-galactosidase, Pro-
mega) in RMPI without serum for 5 hours.
The transfection media were removed and replaced by

culture media for 24 hours. Cells were then incubated
under hypoxia for 16 hours. After hypoxia incubation,
b-galactosidase was assayed in parallel to the firefly luci-
ferase activity, assayed in a luminometer using the Luci-
ferase Reporter Assay System (Promega). Results are
expressed as means of the ratio between the firefly luci-
ferase activity and the b-galactosidase activity.

Real time RT-PCR
After the incubation, total RNA was extracted using the
Total RNAgent extraction kit (Promega). mRNA con-
tained in 2 μg total RNA was reverse transcribed using
SuperScript II Reverse Transcriptase (InVitrogen) and
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oligodT primers according to the manufacturer’s
instructions. Forward and reverse primers for RPL13A,
C-JUN, MCL-1, LDHA, BNIP3 and TNFRSF1B were
designed using the Primer Express 1.5 software (Applied
Biosystems). Amplification reaction assays contained 1×
SYBR Green PCR Mastermix (Applied Biosystems) and
primers (Applied Biosystems) at the optimal concentra-
tions. A hot start at 95°C for 5 minutes was followed by
40 cycles at 95°C for 15 seconds and 65°C for 1 minute
using an ABI PRISM 7000 SDS thermal cycler (Applied
Biosystems). RPL13A was used as the reference gene for
normalization and mRNA expression level was quanti-
fied using the threshold cycle method.

Taqman Low Density Array
After the incubation, total RNA was extracted using the
Total RNAgent extraction kit (Promega). mRNA con-
tained in 2 μg total RNA was reverse transcribed using
the “High Capacity cDNA Archive” kit from Applied
Biosystems according to the manufacturer’s instructions.
100 ng of retrotranscribed total RNA in 50 μl were then
mixed with 50 μl of the “Taqman Universal PCR master
Mix” (Applied Biosystems) and loaded into one of the 8
fill ports the microfluidic array. “TaqMan Human Apop-
tosis Arrays” are 384-well micro fluidic cards that con-
tain assays for 93 human genes in addition to 3
endogenous controls. They enable to perform 96 real-
time PCR reactions simultaneously for 4 samples, allow-
ing the detection of 96 genes. mRNA expression level
was quantified using the threshold cycle method with
18S as the reference gene.

Statistics
SigmaStat software (Jandle Scientific, Germany) was
used for the statistical analysis. Data are presented as
means ± SD and were evaluated by one-way ANOVA,
using the Holm-Sidak method.

Additional material

Additional file 1: Effect of HIF-1a silencing on HIF-1a, Bnip3 and
HIF-2a expression. (A) MDA-MB-231 cells were transfected 24 h with
anti-HIF-1a siRNA (siRNA) or RISC-free control siRNA (RF) (50 nM). The
transfection media were removed and replaced by culture media for 24
or 48 hours. Cells were then incubated under normoxic (N) or hypoxic
(H) conditions for 16 hours. After transfection and incubation, HIF-1a was
detected in total cell extracts by western blotting, using specific
antibody. a-tubulin was used to assess the total amount of proteins
loaded on the gel. (B) MDA-MB-231 cells were transfected 24 h with anti-
HIF-1a siRNA (siRNA) or RISC-free control siRNA (RF) (50 nM). The
transfection media were removed and replaced by culture media for 24.
Cells were then incubated under hypoxic (H) conditions for 16 hours.
After transfection and incubation, total RNA has been extracted and
retro-transcribed in cDNA. A real time PCR has been performed with
specific primers for HIF-1a, Bnip3, HIF-2a and for RPL13A, a house-
keeping gene. Results are expressed in induction level by comparison
with the reference condition, hypoxia.

Additional file 2: Gene expression profiling, for genes involved in
regulating apoptosis. MDA-MB-231 cells were transfected or not with
HIF-1a siRNA (siRNA) or RISC-free control siRNA (RF) (50 nM, 24 h) and
were incubated with or without paclitaxel (tax) under normoxic (N) or
hypoxic (H) conditions. TaqMan Human Apoptosis Array (Applied
Biosystems) was used to perform real time PCR for 93 human genes
implicated in apoptosis in addition to three endogenous controls. 18S
was used as the house-keeping gene for data normalization. Results
obtained for the 77 genes detected after real time PCR reactions are
expressed in induction level by comparison with the reference condition,
normoxia (RQ) and cycle threshold (Ct) are given.

Additional file 3: Effect of c-jun silencing on c-jun expression. MDA-
MB-231 cells were transfected 24 h with c-jun siRNA (siRNA) or RISC-free
control siRNA (RF) (50 nM). Cells were then incubated with or without
paclitaxel (tax, 50 μM) under normoxic (N) conditions for 16 hours. After
transfection and incubation, total RNA has been extracted and retro-
transcribed in cDNA. A real time PCR has been performed with specific
primers for C-JUN and for RPL13A, a house-keeping gene. Results are
expressed in induction level by comparison with the reference condition,
normoxia.

Acknowledgements
Lionel Flamant is supported by KeyMarker, a Biowin project financed by the
Region Wallonne and Carine Michiels is research director of FNRS (Fonds
National de la Recherche Scientifique, Belgium). We are grateful to Prof. P.
Ratcliffe (Institute of Molecular Medicine, John Radcliffe Hospital, Oxford) for
giving us the pGL3(PGK-HRE6)-tk-Luc plasmid.

Authors’ contributions
LF, AN carried out all the experiments, NN carried the immunofluorescence
studies, MR participated in the design of the study, CM conceived the study,
participated in its design and coordination and helped to draft the
manuscript. All authors read and approved the final manuscript

Competing interests
The authors declare that they have no competing interests.

Received: 31 August 2009 Accepted: 13 July 2010
Published: 13 July 2010

References
1. Vaupel P, Schlenger K, Knoop C, Hockel M: Oxygenation of human tumors:

evaluation of tissue oxygen distribution in breast cancers by
computerized O2 tension measurements. Cancer Res 1991, 51:3316-3322.

2. Chun YS, Adusumilli PS, Fong Y: Employing tumor hypoxia for oncolytic
therapy in breast cancer. J Mammary Gland Biol Neoplasia 2005,
10:311-318.

3. Brown JM, Giaccia AJ: The unique physiology of solid tumors:
opportunities (and problems) for cancer therapy. Cancer Res 1998,
58:1408-1416.

4. Hockel M, Vaupel P: Tumor hypoxia: definitions and current clinical,
biologic, and molecular aspects. J Natl Cancer Inst 2001, 93:266-276.

5. Teicher BA: Hypoxia and drug resistance. Cancer Metastasis Rev 1994,
13:139-168.

6. Kim JW, Gao P, Dang CV: Effects of hypoxia on tumor metabolism. Cancer
Metastasis Rev 2007, 26:291-298.

7. Ruan K, Song G, Ouyang G: Role of hypoxia in the hallmarks of human
cancer. J Cell Biochem 2009, 107:1053-1062.

8. Harris AL: Hypoxia–a key regulatory factor in tumour growth. Nat Rev
Cancer 2002, 2:38-47.

9. Wang GL, Jiang BH, Rue EA, Semenza GL: Hypoxia-inducible factor 1 is a
basic-helix-loop-helix-PAS heterodimer regulated by cellular O2 tension.
Proc Natl Acad Sci USA 1995, 92:5510-5514.

10. Huang LE, Gu J, Schau M, Bunn HF: Regulation of hypoxia-inducible factor
1alpha is mediated by an O2-dependent degradation domain via the
ubiquitin-proteasome pathway. Proc Natl Acad Sci USA 1998, 95:7987-7992.

11. Ivan M, Kondo K, Yang H, Kim W, Valiando J, Ohh M, Salic A, Asara JM,
Lane WS, Kaelin WG Jr: HIFalpha targeted for VHL-mediated destruction

Flamant et al. Molecular Cancer 2010, 9:191
http://www.molecular-cancer.com/content/9/1/191

Page 13 of 15

http://www.biomedcentral.com/content/supplementary/1476-4598-9-191-S1.PDF
http://www.biomedcentral.com/content/supplementary/1476-4598-9-191-S2.PDF
http://www.biomedcentral.com/content/supplementary/1476-4598-9-191-S3.PDF
http://www.ncbi.nlm.nih.gov/pubmed/2040005?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/2040005?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/2040005?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16826462?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16826462?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9537241?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9537241?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11181773?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11181773?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/7923547?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17415528?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19479945?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19479945?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11902584?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/7539918?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/7539918?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9653127?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9653127?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9653127?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11292862?dopt=Abstract


by proline hydroxylation: implications for O2 sensing. Science 2001,
292:464-468.

12. Lando D, Peet DJ, Gorman JJ, Whelan DA, Whitelaw ML, Bruick RK: FIH-1 is
an asparaginyl hydroxylase enzyme that regulates the transcriptional
activity of hypoxia-inducible factor. Genes Dev 2002, 16:1466-1471.

13. Kaluz S, Kaluzova M, Stanbridge EJ: Regulation of gene expression by
hypoxia: integration of the HIF-transduced hypoxic signal at the
hypoxia-responsive element. Clin Chim Acta 2008, 395:6-13.

14. Piret JP, Minet E, Cosse JP, Ninane N, Debacq C, Raes M, Michiels C:
Hypoxia-inducible factor-1-dependent overexpression of myeloid cell
factor-1 protects hypoxic cells against tert-butyl hydroperoxide-induced
apoptosis. J Biol Chem 2005, 280:9336-9344.

15. Sermeus A, Cosse JP, Crespin M, Mainfroid V, de Longueville F, Ninane N,
Raes M, Remacle J, Michiels C: Hypoxia induces protection against
etoposide-induced apoptosis: molecular profiling of changes in gene
expression and transcription factor activity. Mol Cancer 2008, 7:27.

16. Yu EZ, Li YY, Liu XH, Kagan E, McCarron RM: Antiapoptotic action of
hypoxia-inducible factor-1 alpha in human endothelial cells. Lab Invest
2004, 84:553-561.

17. Erler JT, Cawthorne CJ, Williams KJ, Koritzinsky M, Wouters BG, Wilson C,
Miller C, Demonacos C, Stratford IJ, Dive C: Hypoxia-mediated down-
regulation of Bid and Bax in tumors occurs via hypoxia-inducible factor
1-dependent and -independent mechanisms and contributes to drug
resistance. Mol Cell Biol 2004, 24:2875-2889.

18. Piret JP, Cosse JP, Ninane N, Raes M, Michiels C: Hypoxia protects HepG2
cells against etoposide-induced apoptosis via a HIF-1-independent
pathway. Exp Cell Res 2006, 312:2908-2920.

19. Kroger N, Achterrath W, Hegewisch-Becker S, Mross K, Zander AR: Current
options in treatment of anthracycline-resistant breast cancer. Cancer
Treat Rev 1999, 25:279-291.

20. Venturini M, Lunardi G, Del Mastro L, Vannozzi MO, Tolino G, Numico G,
Viale M, Pastrone I, Angiolini C, Bertelli G, et al: Sequence effect of
epirubicin and paclitaxel treatment on pharmacokinetics and toxicity. J
Clin Oncol 2000, 18:2116-2125.

21. Wang TH, Wang HS, Soong YK: Paclitaxel-induced cell death: where the
cell cycle and apoptosis come together. Cancer 2000, 88:2619-2628.

22. Villman K, Sjostrom J, Heikkila R, Hultborn R, Malmstrom P, Bengtsson NO,
Soderberg M, Saksela E, Blomqvist C: TOP2A and HER2 gene amplification
as predictors of response to anthracycline treatment in breast cancer.
Acta Oncol 2006, 45:590-596.

23. Ozkan A, Fiskin K: Epirubicin HCl toxicity in human-liver derived
hepatoma G2 cells. Pol J Pharmacol 2004, 56:435-444.

24. Cosse JP, Sermeus A, Vannuvel K, Ninane N, Raes M, Michiels C: Differential
effects of hypoxia on etoposide-induced apoptosis according to the
cancer cell lines. Mol Cancer 2007, 6:61.

25. Lee K, Qian DZ, Rey S, Wei H, Liu JO, Semenza GL: Anthracycline
chemotherapy inhibits HIF-1 transcriptional activity and tumor-induced
mobilization of circulating angiogenic cells. Proc Natl Acad Sci USA 2009,
106:2353-2358.

26. Semenza GL: Mitochondrial autophagy: life and breath of the cell.
Autophagy 2008, 4:534-536.

27. Zhang H, Bosch-Marce M, Shimoda LA, Tan YS, Baek JH, Wesley JB,
Gonzalez FJ, Semenza GL: Mitochondrial autophagy is an HIF-1-
dependent adaptive metabolic response to hypoxia. J Biol Chem 2008,
283:10892-10903.

28. Brown JM: The hypoxic cell: a target for selective cancer therapy–
eighteenth Bruce F. Cain Memorial Award lecture. Cancer Res 1999,
59:5863-5870.

29. Brown JM: Tumor hypoxia, drug resistance, and metastases. J Natl Cancer
Inst 1990, 82:338-339.

30. Brahimi-Horn MC, Chiche J, Pouyssegur J: Hypoxia and cancer. J Mol Med
2007, 85:1301-1307.

31. Cosse JP, Michiels C: Tumour hypoxia affects the responsiveness of
cancer cells to chemotherapy and promotes cancer progression.
Anticancer Agents Med Chem 2008, 8:790-797.

32. Tredan O, Galmarini CM, Patel K, Tannock IF: Drug resistance and the solid
tumor microenvironment. J Natl Cancer Inst 2007, 99:1441-1454.

33. Shannon AM, Bouchier-Hayes DJ, Condron CM, Toomey D: Tumour
hypoxia, chemotherapeutic resistance and hypoxia-related therapies.
Cancer Treat Rev 2003, 29:297-307.

34. Greco O, Patterson AV, Dachs GU: Can gene therapy overcome the
problem of hypoxia in radiotherapy? J Radiat Res (Tokyo) 2000, 41:201-212.

35. Moeller BJ, Richardson RA, Dewhirst MW: Hypoxia and radiotherapy:
opportunities for improved outcomes in cancer treatment. Cancer
Metastasis Rev 2007, 26:241-248.

36. Chen L, Feng P, Li S, Long D, Cheng J, Lu Y, Zhou D: Effect of hypoxia-
inducible factor-1alpha silencing on the sensitivity of human brain
glioma cells to doxorubicin and etoposide. Neurochem Res 2009,
34:984-990.

37. Comerford KM, Wallace TJ, Karhausen J, Louis NA, Montalto MC, Colgan SP:
Hypoxia-inducible factor-1-dependent regulation of the multidrug
resistance (MDR1) gene. Cancer Res 2002, 62:3387-3394.

38. Alvarez-Tejado M, Naranjo-Suarez S, Jimenez C, Carrera AC, Landazuri MO,
del Peso L: Hypoxia induces the activation of the phosphatidylinositol 3-
kinase/Akt cell survival pathway in PC12 cells: protective role in
apoptosis. J Biol Chem 2001, 276:22368-22374.

39. Razis ED, Fountzilas G: Paclitaxel: epirubicin in metastatic breast cancer–a
review. Ann Oncol 2001, 12:593-598.

40. Yokoi K, Fidler IJ: Hypoxia increases resistance of human pancreatic
cancer cells to apoptosis induced by gemcitabine. Clin Cancer Res 2004,
10:2299-2306.

41. Koch S, Mayer F, Honecker F, Schittenhelm M, Bokemeyer C: Efficacy of
cytotoxic agents used in the treatment of testicular germ cell tumours
under normoxic and hypoxic conditions in vitro. Br J Cancer 2003,
89:2133-2139.

42. Yang B, Fan L, Fang L, He Q: Hypoxia-mediated fenretinide (4-HPR)
resistance in childhood acute lymphoblastic leukemia cells. Cancer
Chemother Pharmacol 2006, 58:540-546.

43. Gordan JD, Simon MC: Hypoxia-inducible factors: central regulators of
the tumor phenotype. Curr Opin Genet Dev 2007, 17:71-77.

44. Piret JP, Mottet D, Raes M, Michiels C: Is HIF-1alpha a pro- or an anti-
apoptotic protein? Biochem Pharmacol 2002, 64:889-892.

45. Liu L, Ning X, Sun L, Zhang H, Shi Y, Guo C, Han S, Liu J, Sun S, Han Z,
et al: Hypoxia-inducible factor-1 alpha contributes to hypoxia-induced
chemoresistance in gastric cancer. Cancer Sci 2008, 99:121-128.

46. Li J, Shi M, Cao Y, Yuan W, Pang T, Li B, Sun Z, Chen L, Zhao RC:
Knockdown of hypoxia-inducible factor-1alpha in breast carcinoma
MCF-7 cells results in reduced tumor growth and increased sensitivity to
methotrexate. Biochem Biophys Res Commun 2006, 342:1341-1351.

47. Song X, Liu X, Chi W, Liu Y, Wei L, Wang X, Yu J: Hypoxia-induced
resistance to cisplatin and doxorubicin in non-small cell lung cancer is
inhibited by silencing of HIF-1alpha gene. Cancer Chemother Pharmacol
2006, 58:776-784.

48. Hussein D, Estlin EJ, Dive C, Makin GW: Chronic hypoxia promotes
hypoxia-inducible factor-1alpha-dependent resistance to etoposide and
vincristine in neuroblastoma cells. Mol Cancer Ther 2006, 5:2241-2250.

49. Kurbanov BM, Geilen CC, Fecker LF, Orfanos CE, Eberle J: Efficient TRAIL-R1/
DR4-mediated apoptosis in melanoma cells by tumor necrosis factor-
related apoptosis-inducing ligand (TRAIL). J Invest Dermatol 2005,
125:1010-1019.

50. LeBlanc HN, Ashkenazi A: Apo2L/TRAIL and its death and decoy
receptors. Cell Death Differ 2003, 10:66-75.

51. Elrod HA, Sun SY: Modulation of death receptors by cancer therapeutic
agents. Cancer Biol Ther 2008, 7:163-173.

52. Kazhdan I, Marciniak RA: Death receptor 4 (DR4) efficiently kills breast
cancer cells irrespective of their sensitivity to tumor necrosis factor-
related apoptosis-inducing ligand (TRAIL). Cancer Gene Ther 2004,
11:691-698.

53. Michels J, Johnson PW, Packham G: Mcl-1. Int J Biochem Cell Biol 2005,
37:267-271.

54. Akgul C: Mcl-1 is a potential therapeutic target in multiple types of
cancer. Cell Mol Life Sci 2009, 66:1326-1336.

55. Liu XH, Yu EZ, Li YY, Kagan E: HIF-1alpha has an anti-apoptotic effect in
human airway epithelium that is mediated via Mcl-1 gene expression. J
Cell Biochem 2006, 97:755-765.

56. Bruick RK: Expression of the gene encoding the proapoptotic Nip3
protein is induced by hypoxia. Proc Natl Acad Sci USA 2000, 97:9082-9087.

57. Sowter HM, Ratcliffe PJ, Watson P, Greenberg AH, Harris AL: HIF-1-
dependent regulation of hypoxic induction of the cell death factors
BNIP3 and NIX in human tumors. Cancer Res 2001, 61:6669-6673.

Flamant et al. Molecular Cancer 2010, 9:191
http://www.molecular-cancer.com/content/9/1/191

Page 14 of 15

http://www.ncbi.nlm.nih.gov/pubmed/11292862?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12080085?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12080085?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12080085?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18505681?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18505681?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18505681?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15611089?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15611089?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15611089?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18366759?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18366759?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18366759?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15064771?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15064771?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15024076?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15024076?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15024076?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15024076?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16844113?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16844113?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16844113?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10544072?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10544072?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10811677?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10811677?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10861441?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10861441?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16864174?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16864174?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15520498?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15520498?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17894897?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17894897?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17894897?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19168635?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19168635?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19168635?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18376135?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18281291?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18281291?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10606224?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10606224?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/2406450?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18026916?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18855580?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18855580?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17895480?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17895480?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12927570?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12927570?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11210824?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11210824?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17440683?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17440683?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18937067?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18937067?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18937067?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12067980?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12067980?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11294857?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11294857?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11294857?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11432615?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11432615?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15073105?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15073105?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14647149?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14647149?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/14647149?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16520989?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16520989?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17208433?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17208433?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12213583?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12213583?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17953712?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17953712?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16516853?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16516853?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16516853?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16532342?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16532342?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16532342?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16985058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16985058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16985058?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16297203?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16297203?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16297203?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12655296?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12655296?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18059181?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/18059181?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15354201?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15354201?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15354201?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/15474972?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19099185?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/19099185?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16229017?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/16229017?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10922063?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/10922063?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11559532?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11559532?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11559532?dopt=Abstract


58. Cummins EP, Taylor CT: Hypoxia-responsive transcription factors. Pflugers
Arch 2005, 450:363-371.

59. Vasilevskaya I, O’Dwyer PJ: Role of Jun and Jun kinase in resistance of
cancer cells to therapy. Drug Resist Updat 2003, 6:147-156.

60. Duan L, Sterba K, Kolomeichuk S, Kim H, Brown PH, Chambers TC: Inducible
overexpression of c-Jun in MCF7 cells causes resistance to vinblastine
via inhibition of drug-induced apoptosis and senescence at a step
subsequent to mitotic arrest. Biochem Pharmacol 2007, 73:481-490.

61. Lozano J, Menendez S, Morales A, Ehleiter D, Liao WC, Wagman R,
Haimovitz-Friedman A, Fuks Z, Kolesnick R: Cell autonomous apoptosis
defects in acid sphingomyelinase knockout fibroblasts. J Biol Chem 2001,
276:442-448.

62. Wellington CL, Ellerby LM, Hackam AS, Margolis RL, Trifiro MA, Singaraja R,
McCutcheon K, Salvesen GS, Propp SS, Bromm M, et al: Caspase cleavage
of gene products associated with triplet expansion disorders generates
truncated fragments containing the polyglutamine tract. J Biol Chem
1998, 273:9158-9167.

63. Chen Y, Takeshita A, Ozaki K, Kitano S, Hanazawa S: Transcriptional
regulation by transforming growth factor beta of the expression of
retinoic acid and retinoid × receptor genes in osteoblastic cells is
mediated through AP-1. J Biol Chem 1996, 271:31602-31606.

64. O’Rourke JF, Tian YM, Ratcliffe PJ, Pugh CW: Oxygen-regulated and
transactivating domains in endothelial PAS protein 1: comparison with
hypoxia-inducible factor-1alpha. J Biol Chem 1999, 274:2060-2071.

doi:10.1186/1476-4598-9-191
Cite this article as: Flamant et al.: Anti-apoptotic role of HIF-1 and AP-1
in paclitaxel exposed breast cancer cells under hypoxia. Molecular
Cancer 2010 9:191.

Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit

Flamant et al. Molecular Cancer 2010, 9:191
http://www.molecular-cancer.com/content/9/1/191

Page 15 of 15

http://www.ncbi.nlm.nih.gov/pubmed/16007431?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12860462?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/12860462?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17126817?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17126817?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17126817?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/17126817?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11031259?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/11031259?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9535906?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9535906?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9535906?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8940178?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8940178?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8940178?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/8940178?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9890965?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9890965?dopt=Abstract
http://www.ncbi.nlm.nih.gov/pubmed/9890965?dopt=Abstract

	Abstract
	Background
	Results
	Conclusions

	Background
	Results
	Hypoxia protects MDA-MB-231 cells against paclitaxel-induced apoptosis
	Paclitaxel induces modifications in microtubule network and Bim localization
	HIF-1 is involved in the hypoxia-induced protection against paclitaxel-induced apoptosis
	HIF-1 regulates the expression of pro- and anti-apoptotic genes
	AP-1 is involved in the hypoxia-induced protection against paclitaxel-induced apoptosis
	AP-1 protective role is associated with Mcl-1 expression modification

	Discussion
	Methods
	Cell culture and hypoxia incubation
	siRNA transfection
	Caspase 3 activity
	DNA fragmentation
	Immunofluorescence staining and confocal microscopy
	Western blotting
	Nuclear protein extraction
	DNA-binding assay
	Transient transfection and luciferase assay
	Real time RT-PCR
	Taqman Low Density Array
	Statistics

	Acknowledgements
	Authors' contributions
	Competing interests
	References

